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Supplementary data 

for the paper 

Spontaneous Symmetry Breaking in Genome Evolution 

by Yaroslav Ryabov and Michael Gribskov 

 

Distributions of exon sizes for genomes used in this work were fitted by exponential distribution 

(left panels); the combination of Weibull (blue line) distribution and exponential (olive line) distribution 

(middle panels); and the combination of two lognormal peaks (right panels). 
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Table S1 Results of F-test with 5% level of significance for pair wise comparison between used models. Code “A” means that the 

hypothesis,  II  <  I, is accepted; code “D” that it is declined.  

 

Part I. all exons. 
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Exponential peak model vs. model of Two lognormal peaks 

 58.25 74.82 34.32 92.12 45.50 49.77 58.05 44.60 58.11 58.51 57.68 85.90 71.44 

F0.05 1.638 1.689 1.629 1.638 1.629 1.629 1.629 1.638 1.629 1.629 1.629 1.629 1.629 

 II  <  I   A A A A A A A A A A A A A 

Lognormal peak model vs. model of Two lognormal peaks 

 5.69 27.69 9.09 6.60 5.14 17.81 6.01 5.74 9.97 7.27 6.20 10.96 8.13 

F0.05 1.641 1.693 1.632 1.641 1.632 1.632 1.632 1.641 1.632 1.632 1.632 1.632 1.632 

 II  <  I A A A A A A A A A A A A A 

Exponential peak plus Weibull peak model vs. model of Two lognormal peaks 

 14.32 21.82 5.57 3.77 0.52 8.29 0.57 0.38 1.35 1.01 1.70 3.32 1.80 

F0.05 1.648 1.700 1.638 1.648 1.638 1.638 1.638 1.648 1.638 1.638 1.638 1.638 1.638 

 II  <  I A A A A D A D D D D A A A 

Exponential peak model vs. model of  Exponential peak plus Weibull peak 

 4.07 3.43 6.16 24.42 86.69 6.00 102.56 116.95 43.15 57.92 33.89 25.87 39.70 

F0.05 1.632 1.682 1.623 1.632 1.623 1.623 1.623 1.632 1.623 1.623 1.623 1.623 1.623 

 II  <  I A A A A A A A A A A A A A 

Lognormal peak model vs. model of  Exponential peak plus Weibull peak 

 0.40 1.27 1.63 1.75 9.78 2.15 10.62 15.06 7.40 7.20 3.64 3.30 4.52 

F0.05 1.635 1.685 1.626 1.635 1.626 1.626 1.626 1.635 1.626 1.626 1.626 1.626 1.626 

 II  <  I D D D A A A A A A A A A A 

Exponential peak model vs. model of Lognormal peak 

 10.23 2.70 3.78 13.96 8.86 2.80 9.66 7.77 5.83 8.04 9.30 7.83 8.79 

F0.05 1.621 1.667 1.612 1.621 1.612 1.612 1.612 1.621 1.612 1.612 1.612 1.612 1.612 

 II  <  I A A A A A A A A A A A A A 
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Part II. alternatively spliced exons. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Species names Mus musculus Homo sapiens 

Exponential model vs. Lognormal model 

 44.66 55.66 

F0.05 1.95 1.80 

 II  <  I   A A 

Weibull model vs. Lognormal model 

 1.38 2.30 

F0.05 1.96 1.79 

 II  <  I D A 

Exponential model vs.  Weibull model 

 
32.34 24.22 

F0.05 1.95 1.80 

 II  <  I A A 
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Auxiliary figure capturing the main idea of the paper. 

 

 

 

 


